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Relevance Improved text mining via P C C S
Text mining is an established approach to identify associations be- CoCoScore O O CO re

tween biomedical entities. The DISEASES database integrates dis- The DISEASES text mining scheme
ease—gene associations found by text mining with expert-curated ev- ignores context when scoring dis-
idence, cancer mutation data, and genome-wide association studies. ease—gene pairs. CoCoScore [3] uses
Our improved context-aware scoring scheme CoCoScore [3] further im- textual context to score whether an Word
proves the text mining pipeline. association is described. X X X
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Synonyms: LRAAKZ, LRRKZp, hLRRK2, AZVEDZ2 HUMAN, AURA1T ... Parkinson's disease [DOID:14330] [close] .
_ _ | ing D and G same abstract
Linkouts: UniProt #1 #2 #3 #4 OMIM
A synucleinopathy that has_material_basis_in degeneration of the central nervous system that often impairs motor skills, speech, and +
other functions.
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Movement disease 51 +hk Py Phenotypical Differences in Neuronal Cultures Derived via Reprogramming the Fibroblasts from Patients
Damantia 4.1 S Carrying Mutations in Parkinsonian Genes LRRK2 and PARK2.
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Leprosy 3.6 kP . , o , _ . . . . .

, Fibroblasts isolated from skin biopsy specimens from patients with genetic forms of Parkinson's disease, carriers
Multiple system atrophy 3.5 laSelatars of mutations in LRRK2 and PARK2 genes, and from a healthy volunteer were reprogrammed using lentiviral - . .
REM sleep behavior disorder 3.5 KATIIIT vectors into induced pluripotent stem cells (iPSC). iPSC were differentiated into neuron-like cells using a cocktail I ( k G D) a re al | Se n te n Ce S I n a b St raCt O g I S I C
Akhaimar's disease 39 NS of differentiation factors (N2, B27, and Noggin). The iPSC lines derived from patients with different mutations and ) )

o from a healthy volunteer cultured under the same conditions were characterized by different proportion of neuronal . . . .
Crohn's disease 3.2 ok precursors and differentiated neurons. Control Po2 line contained 56% precursors, while B15 line with LRRK2 k th at CO - m e n t I O n G a n d D r( I ) I S th e re re S S I 0 n
Toxic encephalopathy 3.0 kP gene mutation (G2019S) contained 35% precursor cells. Similar regularities were characteristic of Trb culture "

Gaucher's disaase 2g NS carrying compound heterozygous mutations in PARK2 gene (del202-203AG and IVS1+1G/A) and containing 4%

T S o e e sentence-level score returned by a A
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Aberrant epigenome in iPSC-derived dopaminergic neurons from Parkinson's disease patients.
Fernandez-Santiago R, Carballo-Carbajal |, Castellano G, (and 16 more) ; EMBO Mol Med (2015); PMID: 26516212
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Parkinson's disease DistiLD p-value = 2e-28 L0 8 0 01 The associations between Parkinson's disease and cancer: the plot thickens. - - y

Crohn's disease DistiLD p-value = 3e-10 Aok ki Chen X ; Transl Neurodegener (2015); PMID: 26504519

Carcinoma COSMIC 99 samples kP Epidemiological studies support a general inverse association between the risk of cancer development and O b se rved -Qver- . . . -

Kidney cancer cosMIC 27 samples H e vedy Parkinson's disease (PD). In recent years however, increasing amount of eclectic evidence points to a positive o I n te g rate S SCO re I Se aS e—g e n e aSSOCI at I O n S
, . association between PD and cancers through different temporal analyses and ethnic groups. This positive eX e Ct e d I’atl O

Large intestine cancer COSMIC 24 samples lagatatanss association has been supported by several common genetic mutations in SNCA, PARK2, PARKS, ATM, p53, p

Ovarian cancer COsMIC 13 samples Kl vric PTEN, and MC1R resulting in cellular changes such as mitochondrial dysfunction, aberrant protein aggregation,
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) ’ - weekly text mining updates and data downloads
Performance on test data- » CoCoScore, our novel context-aware scoring scheme, im-

set derived from curated associ- proves the text mining performance
ations using distant supervision.
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tagger software, and dictionaries
used for text mining are available un- | Want to know more?
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pression database TISSUES (https:// [Evidence |Genes|Diseases| Associations CoCoScore 0.97 0.77 2] tagger on Bitbucket: https://goo.gl/heflLq]

. . s DISEASES score 0.96 0.72 3] CoCoScore on GitHub: https://goo.gl/xCxdjt
i iensenlab.or th m Text mining | 15631 4598 478407 =1 _ |
ssues.jensenlab.org) uses the same Knowledge | 2001 735 15231 AUROC: Area under the ROC curve Funding: Novo Nordisk Foundation, = [4] Joulin, Grave et al., arXiv (2016)

text mining approach. Experiments| 1071 423 89073 AP: Average Precision NIH Common Fund Visit https://diseases.jensenlab.org/




